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Project Goals: We built and analyzed the switchgrass genome to facilitate faster and more 

effective breeding for bioenergy feedstock production. In particular, we sought to: 1) define the 

quantitative genetic structure and molecular gene pools that can be targeted by traditional 

breeding, 2) find targets for genomic or marker-assisted selection through genetic mapping of 

climate adaptation, and 3) determine the roles that introgressions, polyploidy and other complex 

processes play in the evolution of switchgrass. 

Abstract text: As climate and natural environments change in exceptional ways, it is 

increasingly critical to understand and make predictions about the fate of natural populations and 

productivity of agricultural systems. Plant genomes offer one mechanism to achieve this goal by 

presenting glimpses into the past and future of crop and wild populations. For example, historical 

climate variation (e.g. glacial-interglacial cycles) is a key analog for current and future 

environmental change, one that we explore here to dissect the genomic mechanisms of 

adaptation and yield improvement in the polyploid biofuel crop, switchgrass. 
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